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Table S1.  C. albicans strains used in this study. 

 

Strain Genotype Reference or Source 

CAI-4 SC5314 Δura3::imm434/Δura3::imm434 (3) 

CKY101 CAI-4 (pDB152) (1) 

HLC67 CAI-4 efg1::hisG/efg1::hisG (5) 

Can 36 CAI-4 efg1::hisG/efg1::hisG cph1::hisG/cph1::hisG (5) 

CKY136 CAI-4 efg1::hisG/efg1::hisG (pDB152) (4) 

CKY138 Can 36 (pDBI52) (4) 

H1.22-1   CAI-4 efg1::hisG/efg1::hisG efh1::hisG/efh1::hisG (2) 

JPY109 H1.22-1 (pRC3915) This study 

JPY 105 CAI-4 ade2::pISAT (6) 

JPY 106 HLC67 ade2::pISAT This study 

JPY 110 HLC67 rps1::ACT1pr-SOD5 This study 
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Table S2.  Primers used in this study.  

 

 

Cloning 

primers 

  

SOD5 SOD5F1 

cloning 

5’-CCCAAGCTTGGGATCATGAAGTATTTGTCCAT-3’ 

SOD5 SOD5R1 

cloning 

5’-CTAAGCTAGAGCCTCTGGATTCATTTACT-3’ 

RT-PCR 

primers 

  

ACT1 ABAF3 5’-TATGAAAGTTAAGATTATTGCTCCACCAGAAA-3’ 

ACT1 ABAR3 5’-GGAAAGTAGACAATGAAGCCAAGATAGAAC-3’ 

CIP1 CIP1F 5’-AAGTTGATGAATATGCTCCAGGGTTTTTAG-3’ 

CIP1 CIP1R 5’-TCTGGTAATTCTCTTGGATTAGGATTAGTAGCA-3’ 

CTN1 CTN1F 5’-GTTTCTGCTAATGGGTTTGGTATTGGTTATA-3’ 

CTN1 CTN1R 5’-GTGTTTTGGTCTAGCTTGTTCCTCTTCTG-3’ 

HYR1 HYR1F1 5’-GTTGCTAATCCAGTTACTACTTCCACAGA-3’ 

HYR1 HYR1R1 5’-GGTTTAGGTTTTCCATCAAAGCCAGTCATA-3’ 

ICL1 ICL1F 5’-AGCATTGGCTGTTGATGACTTCTCTA-3’ 

ICL1 ICL1R 5’-GGTAACACTGACCATCTTC-3’ 

INO1 INO1F 5’-GTTGGGTGGTCACAACAAAATAAGTAT-3’ 

INO1 INO1R 5’-TTCAGTAGCCACCACCAAGTCAATA-3’ 



PHO89 PHO89F 5’-TGTGTTACGCTGCCGGTGCTTTAGTTG-3’ 

PHO89 PHO89R 5’-CATTCTCCAGTTGAGGGATTTCCATTCTCT-3’ 

RBT5 RBT5F 5’-AATCTTTGGCCACTTCCATTTGTTCATCAT-3’ 

RBT5 RBT5R 5’-AGCGGCAGTAGATTCGGCAGTG-3’ 

RIM101 RIM101F1 5’-AGCAATACCACGACCATCACGGATACTACTCA-3’ 

RIM101 RIM101R1 5’-TGCTTGGCCTCTTTTTGTTGTTGTTTCATCA-3’ 

SOD5  SOD5F1 5’-GAGGGACACGGCAATGCTAACACAACTAT-3’ 

SOD5 SOD5R1 5’-ACCTGCTGCCAAGAGACCATTTACTACTG-3’ 

WH11 WH11F 5’-CTCAAAAATCCACTCCAGAACAAT-3’ 

WH11 WH11R 5’-TGGAGTCAAAAATAGCATCA-3’ 

WOR1 WOR1F1 5’-AACAACGGTAGCAATGCCCCCACTG-3’ 

WOR1 WOR1R1 5’-ATTGCCATTACCACCACTAACACTTCCACTG-3’ 

 

 
 




