FIG. S1. Transcriptional profiles of CLA-treated cells. (A) Scatter plots comparing pairs of transcriptional profiles. Genes with a statistically-significant change in transcript abundance are colored as indicated in the Venn diagram. (B) Hierarchical clustering of 689 genes with a statistically-significant change in transcript abundance (fold change > 2, p-value < 0.05) in cells grown at 37°C, or cells treated with CLA at 30°C or 37°C compared with control cells grown in Spider medium at 30°C. Also included are an additional 25 genes that show significant differences when pairs of profiles are directly compared to each other. Upregulated genes are colored in red while downregulated genes are colored in green. 

